
APPENDIX 

Potential Major histocompatibility complex (MHC) association with severe acute respiratory 

syndrome 2 (SARS-CoV-2) variants, and outcome of COVID-19 Disease   

 

SUPPLEMENTARY DATA SETS  

Table S1. Alleles used for MHC Class I prediction 

A*01:01 A*30:02 B*08:01 B*57:01 

A*02:01 A*31:01 B*15:01 B*58:01 

A*02:03 A*32:01 B*27:05 C*01:02 

A*02:06 A*33:01 B*35:01 C*02:02 

A*03:01 A*36:01 B*39:01 C*04:01 

A*11:01 A*36:02 B*40:01 C*05:01 

A*23:01 A*36:04 B*44:02 C*06:02 

A*24:02 A*68:01 B*44:03 C*07:01 

A*26:01 A*68:02 B*51:01 C*07:02 

A*30:01 B*07:02 B*53:01 C*07:04 

 

Table S2. Alleles used for MHC Class II prediction 

DPA1*01/DPB1*04:01 DRB1*04:01 

DPA1*01:03/DPB1*02:01 DRB1*04:05 

DPA1*02:01/DPB1*01:01 DRB1*07:01 

DPA1*02:01/DPB1*05:01 DRB1*08:02 

DPA1*03:01/DPB1*04:02 DRB1*09:01 

DQA1*01:01/DQB1*05:01 DRB1*11:01 

DQA1*01:02/DQB1*06:02 DRB1*12:01 

DQA1*03:01/DQB1*03:02 DRB1*13:02 

DQA1*04:01/DQB1*04:02 DRB1*15:01 

DQA1*05:01/DQB1*02:01 DRB3*01:01 

DQA1*05:01/DQB1*03:01 DRB3*02:02 

DRB1*01:01 DRB4*01:01 

DRB1*03:01 DRB5*01:01 

 

 

 

 

 

 

 

 



Table S3. MHC Class I binding results from TepiTool 

Peptide Percentile rank Allele 

HTIDVSSGV 0.06 HLA-C*02:02 

HTIDGSSGV 0.08 HLA-C*02:02 

HTIDVSSGV 0.17 HLA-A*26:01 

HTIDVSSGV 0.2 HLA-A*68:02 

HTIDGSSGV 0.23 HLA-A*26:01 

NYTVSCLPF 0.23 HLA-A*23:01 

HTIDGSSGV 0.3 HLA-A*68:02 

NYTVSCSPF 0.33 HLA-A*23:01 

NYTVSCLPF 0.34 HLA-A*24:02 

NYTVSCSPF 0.34 HLA-C*07:02 

NYTVSCLPF 0.38 HLA-C*07:02 

HTIDVSSGVV 0.41 HLA-A*68:02 

YTVSCLPFTI 0.53 HLA-A*02:06 

GNYTVSCLPFTI 0.56 HLA-A*24:02 

HTIDGSSGVV 0.56 HLA-A*68:02 

QIHTIDVSSGVV 0.63 HLA-A*68:02 

NYTVSCLPFTIN 0.63 HLA-A*24:02 

VQIHTIDVSSGVV 0.68 HLA-A*68:02 

NYTVSCSPF 0.7 HLA-A*24:02 

NYTVSCLPFTINC 0.77 HLA-A*24:02 

NYTVSCLPFTINCQ 0.83 HLA-A*24:02 

VQIHTIDVSSGV 0.85 HLA-A*68:02 

TIDGSSGVV 0.89 HLA-C*01:02 

TVSCLPFTI 0.9 HLA-A*68:02 

YTVSCSPFTI 0.94 HLA-A*68:02 

TIDVSSGVV 0.98 HLA-C*01:02 

GNYTVSCLPFTIN 0.99 HLA-A*24:02 

 

 


